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‘ evento primario (Fo)‘

v
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Overview of Extract-N-Amp™

Tissue PCR kit procedure.
— Tissue Sample + RC2F1q > BRS Pontal NT

=

PCR1
PCR2
PCRS3
PCR4
PCRS
PCR6
PCR7
PCRS8
PCR9

2
>

Tissue Preparation Solution
j RC2F2 > BRS Pontal NT

Incubate with Extraction Solution ‘ RC3F2 ‘
for 10 minutes at room temperature.

RC4F1

Heat 95 "C for 3 min.

s
w

F7
RC4F2
v j
! Add Neutralization Solution. RC4F3
\ 4
\4

EI Mix aliquot with
REDExtract-N-Amp™ RCA4F5
PCR Reaction Mix and primers.

Transfer to thermal cycler.

PCR RCAF7

Directly load amplified PCR
product on gel.

RC4F8

Extract-N-Amp™ Tissue PCR Kit, Sigma-Aldrich, Cédigo XNAT2R
Xin el al. 2003. BioTechniques 34:820-826
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Caracterizagao Agrondmica

Table 1 Agronomic traits in bean transgenic line 5.1 cultivated in the field during low-disease-incidence season in three regions of Brazil

Trait Minas Gerais? Parana?
Control Transgenic Control Transgenic

Yield (kg/ha) 770.8 2,476 2,268 2,344
Seed germination (%) 86.9 85.4 75.2 86.2
Initial plant height (cm) 10.4 135 9.9 8.7
Width of the leaves (cm) 6.8 7.3 6.4 6.3
100-seed weight (g) 21.3 32.1 314 2.7
Flowering time (days after germination) 31 32 30 30
Seeds per pod 5.8 h.4 5.6 5.7
*Statistical analyses revealed no significant differences (P < 0.05; Tukey studentized range test, n = 8) between transgenic and control lines. JAU: * not found in table; 2 not explained in leg-

end. Does the * refer to the 2 instead? If the P value applies to all data in the table, it is not necessary to include a footnote on all columns — just state in legend.]
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Figuras 3-14. Vista dorsal: (3) Caryedes brasiliensis; (4) C. godmani; (5) C. helvinus; (6) C. paradisensis; (7) C. stenocephalus; (8) Ctenocolum
colburni; (9) C. tuberculatum; (10) Gibbobruchus mimus; (11) G. scurra; (12) G. speculifer; (13) Meibomeus cyanipennis; (14) M. musculus.



